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Species Gene Symbol Gene ID GenBank Accession Transcript
Human YTHDCI1 91746 BC041119 NM_ 133370
About the gene

Official Symbol YTHDC1

Previous Symbol -

Official Full Name | YTH domain containing 1

Synonyms YT521; KIAA1966; YT521-B
Location 4ql3.2

Gene Type protein-coding gene

Uniprot ID Q96MU7

Pathway/Library m6A Modification Related Genes Library

Regulator of alternative splicing that specifically recognizes and binds N6-methyladenosine
(m6A)-containing RNAs (PubMed:26318451, PubMed:26876937, PubMed:25242552,
PubMed:28984244). M6A is a modification present at internal sites of mRNAs and some non-coding
RNAs and plays a role in the efficiency of mRNA splicing, processing and stability (PubMed:26318451,
Gene Summary PubMed:25242552). Acts as a key regulator of exon-inclusion or exon-skipping during alternative splicing
via interaction with mRNA splicing factors SRSF3 and SRSF10 (PubMed:26876937). Specifically binds
m6A-containing mRNAs and promotes recruitment of SRSF3 to its mRNA-binding elements adjacent to
moA sites, leading to exon-inclusion during alternative splicing (PubMed:26876937). In contrast,
interaction with SRSF3 prevents interaction with SRSF10, a splicing factor that promotes exon skipping:




this prevents SRSF10 from binding to its mRNA-binding sites close to m6A-containing regions, leading to
inhibit exon skipping during alternative splicing (PubMed:26876937). May also regulate alternative splice
site selection (PubMed:20167602). Also involved in nuclear export of m6A-containing mRNAs via
interaction with SRSF3: interaction with SRSF3 facilitates m6A-containing mRNA-binding to both
SRSF3 and NXF1, promoting mRNA nuclear export (PubMed:28984244). Also recognizes and binds
mo6A on other RNA molecules (PubMed:27602518). Involved in random X inactivation mediated by Xist
RNA: recognizes and binds m6A-containing Xist and promotes transcription repression activity of Xist
(PubMed:27602518). Involved in S-adenosyl-L-methionine homeostasis by regulating expression of
MAT2A transcripts, probably by binding m6A-containing MAT2A mRNAs
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1. AR Trizol @ P& B A>T 1< 105441 .
2. FZREE KM Trizol (SRNAFHFZRFA) (RO016)H (148 F 15 B #E TRNA R $2:  https://www.beyotime.com/product/R0016.htm;
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L00031 Control Knockout HEK293T Trizol Lysate 500ul
L00033 GFP Knockout HEK293T Trizol Lysate 500ul
D7166 BeyoRT™ c¢DNA £ — 44 it i 71 & (RNase H-) 101X
D7168 BeyoRT™ II cDNA % — & il 7| & (RNase H-) 20/100/5007%
D7170 BeyoRT™ II ¢cDNA & i i 7 & (with gDNA Eraser) 20/100/5007%
D7178 BeyoRT™ III cDNA 5 — 5 £ il 71 & 20/100/5007%

BeyoRT™ IIT cDNA & IR & ,

D7180 eyo (with gDIf] A};Z;fe‘f)‘m 20/100/5007%
D7182 BeyoRT™ II1 cDNA S — 4% & Al TRV (5X) 20/100/5007%

BeyoRT™ III cDNA & & TR (5X .
D7185 eyo (with g%NI\L Ezi%jﬁ;ef;ms ) 20/100/5007%
D7260 BeyoFast™ SYBR Green qPCR Mix (2X) 1/5/25ml

BeyoFast™ SYBR Green gPCR Mix
D7262 4 (X, Low R OX)q 1/5/25ml

BeyoFast™ SYBR Green gPCR Mix
D7265 4 5% ERR OX)q 1/5/25ml
D7268 BeyoFast™ SYBR Green One-Step qRT-PCR Kit 100/5004%
D7271 BeyoFast™ Probe qPCR Mix (2X) 1/5/25ml
D7272 BeyoFast™ Probe qPCR Mix (2X, Low ROX) 1/5/25ml
D7273 BeyoFast™ Probe qPCR Mix (2X, High ROX) 1/5/25ml
D7277 BeyoFast™ Probe One-Step qRT-PCR Kit 100/5004%
RO011 Beyozol (A RNAHHZ 7)) 100ml
R0016 Trizol (ARNA I 7]) 100ml
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